Figure S1
Gene ontology enrichment network for genes differentially expressed by environment. Shown are GOSlim terms with significant enrichment (FDR < 5%) for the up-regulated genes (orange) or down--regulated genes (blue) in the ancestral population. The intensity of shading is proportional to the significance value from the Fisher's Exact Test for the ontology term. 
HSP Gene ID Gene Name Gene Description
Serpentine receptor, class U --3.08 >0.0001 n.s. n.s. File S1 Phenotypic responses for the experimental evolution lines File S2 Data for the full heat shock reaction norm for each line
